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Abstract: 
In the present study, we have used both RAPD and ISSR-fingerprinting data 
to examine the level of genetic variations within and among several cowpea 
and sorghum populations from different agroecological areas in Malawi. In 
contrast with the previous generalization that cowpea accessions lack genetic 
variation, both random and ISSR primers revealed 80.5 and 75.1 % 
polymorphism, respectively, among 143 and 98 genetic loci from 37 cowpea 
landraces. Moreover, dendrograms constructed from RAPD and ISSR data 
showed similar topologies. Genetic analysis of sorghum accessions revealed 
an overall genetic variation of 50 and 51 % based on RAPD and ISSR 
markers, respectively. The analysis of molecular variance revealed that the 
within-region (amon accessions) variations accounted for 96 and 93 % of the 
total molecular variance for cowpea and sorghum data, respectively. Observed 
variations in allelic frequency was not related to agroecological differences. 
There were no correlations between morphological and genetic data. Observed 
variation in allelic frequency was not related to agroecological differences. 
These genetic data were useful in the development of appropriate breeding 
and conservation strategies.  
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