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Abstract: 
Salinity is the most prevalent problem in irrigated agriculture. The success of 
genetic improvement for salt tolerance in rice cultivars through traditional 
breeding is limited in the previous years. This study was designed to evaluate 
genetic variation among rice genotypes with different performance under salt 
stress using microsatellite markers. The genetic variations identified will be 
useful for salt tolerance breeding. Rice germplasm introduced from different 
regions were grown in sand tanks in greenhouse. Plants were measured for 
agronomic and morphological characters under salt stressed and controlled 
conditions. Genomic DNA was extracted and amplified using published 
microsatellite primers. The data of both microsatellite markers and 
morphological characters among genotypes were analyzed using the NTSYS-
pc statistical package. The genotypes were clustered based on the 
microsatellite markers using the method of UPGMA. The means of the 
morphological characters were compared among the clusters by microsatellite 
markers. The cluster means were significant for the most of the characters 
investigated. The related results and their implication for salt tolerance 
breeding were discussed.  
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